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MCL Inflation: 0.8; Jaccard Similarity Cutoff: 0.0
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MCL Inflation: 0.8; Jaccard Similarity Cutoff: 20.0
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MCL Inflation: 0.8; Jaccard Similarity Cutoff: 30.0

0

1

2

3

0 5 10
Sample Count

co
un

t

Not Applicable

Core Exists

Core DNE

1.00

1.25

1.50

1.75

2.00

1 2
Std. Deviation in Gene Count

co
un

t

−0.50
−0.25

0.00
0.25
0.50

5 10 15
Number of Samples with GCF

N
um

be
r 

of
 S

am
pl

es
 w

ith
>

=
 2

 B
G

C
s 

fo
r 

G
C

F

0

5

10

Top 50 GCFs with Most BGCs

C
ou

nt



MCL Inflation: 0.8; Jaccard Similarity Cutoff: 50.0
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MCL Inflation: 0.8; Jaccard Similarity Cutoff: 75.0
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MCL Inflation: 0.8; Jaccard Similarity Cutoff: 90.0
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MCL Inflation: 1.4; Jaccard Similarity Cutoff: 0.0

0

1

2

3

0 5 10
Sample Count

co
un

t

Not Applicable

Core Exists

Core DNE

1.00

1.25

1.50

1.75

2.00

1 2
Std. Deviation in Gene Count

co
un

t

−0.50
−0.25

0.00
0.25
0.50

5 10 15
Number of Samples with GCF

N
um

be
r 

of
 S

am
pl

es
 w

ith
>

=
 2

 B
G

C
s 

fo
r 

G
C

F

0

5

10

Top 50 GCFs with Most BGCs

C
ou

nt



MCL Inflation: 1.4; Jaccard Similarity Cutoff: 20.0
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MCL Inflation: 1.4; Jaccard Similarity Cutoff: 30.0
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MCL Inflation: 1.4; Jaccard Similarity Cutoff: 50.0
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MCL Inflation: 1.4; Jaccard Similarity Cutoff: 75.0
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MCL Inflation: 1.4; Jaccard Similarity Cutoff: 90.0
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MCL Inflation: 2.0; Jaccard Similarity Cutoff: 0.0
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MCL Inflation: 2.0; Jaccard Similarity Cutoff: 20.0
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MCL Inflation: 2.0; Jaccard Similarity Cutoff: 30.0
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MCL Inflation: 2.0; Jaccard Similarity Cutoff: 50.0
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MCL Inflation: 2.0; Jaccard Similarity Cutoff: 75.0
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MCL Inflation: 2.0; Jaccard Similarity Cutoff: 90.0
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MCL Inflation: 2.5; Jaccard Similarity Cutoff: 0.0
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MCL Inflation: 2.5; Jaccard Similarity Cutoff: 20.0

0

1

2

3

0 5 10
Sample Count

co
un

t

Not Applicable

Core Exists

Core DNE

1.00

1.25

1.50

1.75

2.00

1 2
Std. Deviation in Gene Count

co
un

t

−0.50
−0.25

0.00
0.25
0.50

5 10 15
Number of Samples with GCF

N
um

be
r 

of
 S

am
pl

es
 w

ith
>

=
 2

 B
G

C
s 

fo
r 

G
C

F

0

5

10

Top 50 GCFs with Most BGCs

C
ou

nt



MCL Inflation: 2.5; Jaccard Similarity Cutoff: 30.0
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MCL Inflation: 2.5; Jaccard Similarity Cutoff: 50.0
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MCL Inflation: 2.5; Jaccard Similarity Cutoff: 75.0
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MCL Inflation: 2.5; Jaccard Similarity Cutoff: 90.0
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MCL Inflation: 3.0; Jaccard Similarity Cutoff: 0.0
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MCL Inflation: 3.0; Jaccard Similarity Cutoff: 20.0
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MCL Inflation: 3.0; Jaccard Similarity Cutoff: 30.0
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MCL Inflation: 3.0; Jaccard Similarity Cutoff: 50.0
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MCL Inflation: 3.0; Jaccard Similarity Cutoff: 75.0
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MCL Inflation: 3.0; Jaccard Similarity Cutoff: 90.0
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MCL Inflation: 3.5; Jaccard Similarity Cutoff: 0.0
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MCL Inflation: 3.5; Jaccard Similarity Cutoff: 20.0
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MCL Inflation: 3.5; Jaccard Similarity Cutoff: 30.0
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MCL Inflation: 3.5; Jaccard Similarity Cutoff: 50.0
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MCL Inflation: 3.5; Jaccard Similarity Cutoff: 75.0
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MCL Inflation: 3.5; Jaccard Similarity Cutoff: 90.0
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MCL Inflation: 4.0; Jaccard Similarity Cutoff: 0.0
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MCL Inflation: 4.0; Jaccard Similarity Cutoff: 20.0
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MCL Inflation: 4.0; Jaccard Similarity Cutoff: 30.0
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MCL Inflation: 4.0; Jaccard Similarity Cutoff: 50.0
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MCL Inflation: 4.0; Jaccard Similarity Cutoff: 75.0
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MCL Inflation: 4.0; Jaccard Similarity Cutoff: 90.0
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MCL Inflation: 5.0; Jaccard Similarity Cutoff: 0.0
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MCL Inflation: 5.0; Jaccard Similarity Cutoff: 20.0
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MCL Inflation: 5.0; Jaccard Similarity Cutoff: 30.0
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MCL Inflation: 5.0; Jaccard Similarity Cutoff: 50.0
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MCL Inflation: 5.0; Jaccard Similarity Cutoff: 75.0
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MCL Inflation: 5.0; Jaccard Similarity Cutoff: 90.0
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